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Staphylococcus aureus complex (all) 531 78 99 78 90 85 100

methicillin-susceptible (MSSA) 414 100 100 82 94 94 100

methicillin-resistant (MRSA) 117 0 95 64 75 53 100

Staphylococcus lugdunensis 402R 91 100 89 99 99 100

Staphylococcus epidermidis 313R 32 94 51 55 56 100

Other Staphylococcus spp ** 137R 64 97 68 85 86 100

Viridans group Streptococcus 321R 89 91 99 100

Streptococcus pneumoniae (non-meningitis) # 206R 100 100 100 41 50 97

Streptococcus pneumoniae  (meningitis) # 74R 77 100 100

Streptococcus pyogenes (GAS) 632R 100 100 100 100 78 100 100

Streptococcus agalactiae (GBS) 302R 100 100 100 100 58 94 100

Enterococcus faecalis 331 100 48 66 100

Enterococcus faecium 516R 11 60 58

vancomycin-susceptible E. faecium 299R 19 56 100

vancomycin-resistant E. faecium 217R 0 67 0

<100 isolates provide less reliable results, regional results (R) used if possible

R : Regional data

†: Ampicillin predicts piperacillin and imipenem for enterococci.  

‡ : Cloxacillin predicts amoxicillin-clavulanate, piperacillin-tazobactam and carbapenems for staphylococci. 

* : For enterococci, % S for doxycyline is based on urinary isolates only and available since August 2024 due change in AST reporting protocol.

§ : For staphyococci, % S is based ciproflaxin breakpoints; for streptococci, % S is based on moxifloxacin breakpoints; for Enterococcus faecalis , % S is based on ciprofloxacin breakpoints for urinary isolates only. 

**: Other Staphylococcus spp  include staphylococci other than S. aureux complex, S. lugdunensis  and S.epidermidis.

*** : % of susceptible isolates for ampicillin available since August 2024 due to change in testing protocol

# : Streptococcus pneumoniae  (non-meningitis) includes all isolates regardless of body sites and interpreted with CLSI non-meningitis breakpoints, while Streptococcus pneumoniae  (meningitis) includes a subset of invasive isolates (e.g. blood, CFS or bone&joint) interpreted with the CLSI meningitis breakpoints. 
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Escherichia coli 929 54 87 78 85 87 82 70 93 93 98 100 80 98

Klebsiella pneumoniae 196 0 89 80 86 89 90 86 99 96 96 98 77 39

Klebsiella oxytoca 267R 0 85 65 85 90 89 92 96 95 91 100 85

Proteus mirabilis 110 73 91 42 93 97 74 85 96 93 99 99 87

Citrobacter koseri 111R 0 100 98 95 100 97 99 100 100 100 100 53

Citrobacter freundii complex 161R 0 0 0 63 68 82 82 90 91 81 92 91

Enterobacter cloacae complex 408R 0 0 0 66 68 86 90 97 94 73 98 36

Klebsiella aerogenes (prev. Enterobacter ) 169R 0 0 0 76 79 98 94 100 100 80 99 25

Morganella morganii 187R 0 0 0 91 91 78 69 89 94 96 98

Serratia marcescens 182R 0 0 0 95 99 100 95 100 88 99 100

Pseudomonas aeruginosa 118 92 90 Δ 89 94 96

Acinetobacter spp. 207R 88 92 97 97 96 98

<100 isolates provide less reliable results, regional results (R) used if possible

R : Regional data

§ : Cefazolin (systemic) interpretative criteria are based on a dosage regimen of 2g IV q8 hours in adults, assuming a normal kidney function. Cefazolin (urine) predicts susceptibility to the first and second-generation oral cephalosporins when used for the treatment of uncomplicated UTIs due to E. coli , K. pneumoniae  and P. mirabilis .

† : % of susceptible isolates available since August 2024 due to implementation of revised breakpoints. For most Enterobacterales, less than 100 isolates have been tested and might provide less reliable results. 

‡ : % of susceptible isolates to piperacillin-tazobactam includes Susceptible-Dose Dependent (SDD) isolates. SDD interpretative criteria are based on a high dosage regimen of 4.5  g IV q6 hours over 3 h or 4.5 g IV q 8 h over 4h in adults, assuming normal kidney function. % of SDD isolates to piperacillin-tazobactam were identified in 1.3% of E. coli, 4.3% of K. pneumoniae, 3.1% of K. oxytoca, 3.5% of C. freundii, 2.9% of E. cloacae, and 4.6% of K. aerogenes of all regional Enterobacterales. 

Δ : %S Pseudomonas aeruginosa  isolates to gentamicin not being reported due to removal of CLSI breakpoints in 2023.
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